The complete mitochondrial genome sequence of the Tibetan wolf (Canis lupus laniger).
In this study, the complete mitochondrial genome of the Tibetan wolf (Canis lupus laniger) was sequenced using blood samples obtained from a wild female Tibetan wolf captured from Lhasa in Tibet, China. Qinghai-Tibet Plateau, with an average elevation above 3500 m, is the highest plateau in the world. Sequence analysis showed that its structure is in accordance with other Canidae species, but GTG is used as the start codon in ND4L gene which is different from many canide animals.